App Serial # 09/977,053 Exhibit C 

Friddle et al. LEX-01 28-USA 

Novel Human Membrane Protein and Polynucleotides Encoding the Same 



Query= gi | 40198412 | gb | AR435509 . 1 | Sequence 1 from patent US 
6656707 

(10,878 letters) 



Sequences producing significant alignments: 
SEQ ID NO: 3 



Score E 
(bits) Value 

2.117e+04 0.0 



>SEQ ID NO: 3 

Length = 10716 

Score = 2.117e+04 bits (10680) 
Identities = 10707/10716 (99%) 
Strand = Plus / Plus 



Expect 



0.0 



Query: 11 atgtggcctcgcctggccttttgttgctggggtctggcgctcgtttcgggctgggcgacc 70 

MMMMMIMMMMIMMIMM MMMMMMMMMMMMMIMI 

Sbjct : 1 atgtggcctcgcctggccttttgttgctggggtctggcgctcgtttcgggctgggcgacc 60 



Query : 71 tttcagcagatgtccccgtcgcgcaatttcagcttccgcctcttccccgagaccgcgccc 13 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 61 tttcagcagatgtccccgtcgcgcaatttcagcttccgcctcttccccgagaccgcgccc 12 0 
Query: 131 ggggcccccgggagtatccccgcgccgcccgctcctggcgacgaagcggcggggagcaga 190 

MINI! Ill MM I II Ml! Ill INI II! MM III II MMMI Mill III MM 

Sbjct : 121 ggggcccccgggagtatccccgcgccgcccgctcctggcgacgaagcggcggggagcaga 180 
Query: 191 gtggagcggctgggccaggcgttccggcgacgcgtgcggctgctgcgggagctcagcgag 2 50 

II 1 1 1 1 II II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II I II II I II II II I II 1 1 II I M I II I II II I 

Sbjct : 181 gtggagcggctgggccaggcgttccggcgacgcgtgcggctgctgcgggagctcagcgag 240 
Query: 251 cgcctggagcttgtcttcctggtggatgattcgtccagcgtgggcgaagtcaacttccgc 310 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 241 cgcctggagcttgtcttcctggtggatgattcgtccagcgtgggcgaagtcaacttccgc 300 
Query : 311 agcgagctcatgttcgtccgcaagctgctgtccgacttccccgtggtgcccacggccacg 370 

1 1 1 II II 1 1 1 II 1 1 1 M I II II I! II 1 1 1 1 II II II 1 1 1 1 II I II 1 1 1! 1 1 II I II 1 1 

Sbjct : 301 agcgagctcatgttcgtccgcaagctgctgtccgacttccccgtggtgcccacggccacg 360 
Query : 371 cgcgtggccatcgtgaccttctcgtccaagaactacgtggtgccgcgcgtcgattacatc 430 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 361 cgcgtggccatcgtgaccttctcgtccaagaactacgtggtgccgcgcgtcgattacatc 420 



Query : 431 tccacccgccgcgcgcgccagcacaagtgcgcgctgctcctccaagagatccctgccatc 490 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 421 tccacccgccgcgcgcgccagcacaagtgcgcgctgctcctccaagagatccctgccatc 480 



Query : 491 tcctaccgaggtggcggcacctacaccaagggcgccttccagcaagccgcgcaaattctt 550 

II Mlllll III MM IIIMIIIIIIIIIMIIMIIII! MM I II MINIMUM 

Sbjct : 481 tcctaccgaggtggcggcacctacaccaagggcgccttccagcaagccgcgcaaattctt 540 



Query: 551 cttcatgctagagaaaactcaacaaaagttgtatttctcatcactgatggatattccaat 610 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 f 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 541 cttcatgctagagaaaactcaacaaaagttgtatttctcatcactgatggatattccaat 600 



Query: 611 gggggagaccctagaccaattgcagcgtcactgcgagattcaggagtggagatcttcact 

lllllllll IIIIIIIIIMMIIMIIIIIIIIIIMIII MMIMMMMIIIMI 

Sbjct : 601 gggggagaccctagaccaattgcagcgtcactgcgagattcaggagtggagatcttcact 



670 



660 



Query: 671 tttggcatatggcaagggaacattcgagagctgaatgacatggcttccaccccaaaggag 

II Ml II II II I MM Mlllll 1 1 lllllllll Mlllll MM MMIIIMI MM I 

Sbj ct : 661 tttggcatatggcaagggaacattcgagagctgaatgacatggcttccaccccaaaggag 



730 



720 



Query : 731 gagcactgt tacctgctacacagt t ttgaagaatttgaggctt tagctcgccgggcattg 

1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 721 gagcactgttacctgctacacagttttgaagaatttgaggctttagctcgccgggcattg 



790 



780 



Query: 791 catgaagatctaccttctgggagttttattcaagatgatatggtccactgctcttatctt 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MMII 

Sbjct : 781 catgaagatctaccttctgggagttttattcaagatgatatggtccactgctcatatctt 



850 



840 



Query: 851 tgtgatgaaggcaaggactgctgtgaccgaatgggaagctgcaaatgtgggacacacaca 

1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 i E 

Sbj c t : 841 tgtgatgaaggcaaggactgc tgtgaccgaatgggaagc tgcaaatgtgggacacacaca 



910 



900 



Query : 911 ggccattttgagtgcatctgtgaaaaggggtattacgggaaaggtctgcagtatgaatgc 

1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 901 ggccattttgagtgcatctgtgaaaaggggtattacgggaaaggtctgcagtatgaatgc 



970 



960 



Query: 971 acagcttgcccatcggggacatacaaacctgaaggctcaccaggaggaatcagcagttgc 103 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 961 acagcttgcccatcggggacatacaaacctgaaggctcaccaggaggaatcagcagttgc 1020 
Query: 1031 attccatgtcctgatgaaaatcacacctctccacctggaagcacatcccctgaagactgt 1090 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 1021 attccatgtcctgatgaaaatcacacctctccacctggaagcacatcccctgaagactgt 1080 



Query : 1091 gtctgcagagagggatacagggcatctggccagacctgtgaacttgtccactgccctgcc 1150 

1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 

Sbjct : 1081 gtctgcagagagggatacagggcatctggccagacctgtgaacttgtccactgccctgcc 1140 



Query: 1151 ctgaagcctcccgaaaatggttactttatccaaaacacttgcaacaaccacttcaatgca 1210 

MMMIIMIMMIMIMMMIIIMIMMMMMIMIMM MIIMIMI 

Sbj ct : 1141 ctgaagcctcccgaaaatggttactttatccaaaacacttgcaacaaccacttcaatgca 1200 
Query: 1211 gcctgtggggtccgatgtcaccctggatttgatcttgtgggaagcagcatcatcttatgt 1270 

MIIMIMI IMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIII 

Sbjct : 1201 gcctgtggggtccgatgtcaccctggatttgatcttgtgggaagcagcatcatcttatgt 1260 
Query: 1271 ctacccaatggtttgtggtccggttcagagagctactgcagagtaagaacatgtcctcat 1330 

1 1 i 1 1 r ! 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 F 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 ! 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 

Sbjct : 1261 ctacccaatggtttgtggtccggttcagagagctactgcagagtaagaacatgtcctcat 1320 
Query: 1331 ctccgccagccgaaacatggccacatcagctgttctacaagggaaatgttatataagaca 13 90 

I III III! Ill III! Mlllll IIIIIIMIIIIIIII! II I MM Ml MM II! Ill 

Sbjct : 1321 ctccgccagccgaaacatggccacatcagctgttctacaagggaaatgttatataagaca 1380 
Query: 1391 acatgtttggttgcctgtgatgaagggtacagactagaaggcagtgataagcttacttgt 1450 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 1381 acatgtttggttgcctgtgatgaagggtacagactagaaggcagtgataagcttacttgt 1440 
Query : 1451 caaggaaacagccagtgggatgggccagaaccccggtgtgtggagcgccactgttccacc 1510 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 1441 caaggaaacagccagtgggatgggccagaaccccggtgtgtggagcgccactgttccacc 15 00 
Query : 1511 tttcagatgcccaaagatatcatcatatccccccacaactgtggcaagcagccagccaaa 1570 

I I M 1 1 1 1 1 1 ! 1 1 1 1 1 1 J III Ml IIMIII MM Ml Mlllll II Mill Ml MM 

Sbjct : 1501 tttcagatgcccaaagatgtcatcatatccccccacaactgtggcaagcagccagccaaa 1560 
Query: 1571 tttgggacgatctgctatgtaagttgccgccaagggttcattttatctggagtcaaagaa 1630 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 

Sbjct : 1561 tttgggacgatctgctatgtaagttgccgccaagggttcattttatctggagtcaaagaa 1620 
Query : 1631 atgctgagatgtaccacttctggaaaatggaatgtcggagttcaggcagctgtgtgtaaa 1690 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i i 1 1 1 1 1 1 1 1 ( j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 1621 atgctgagatgtaccacttctggaaaatggaatgtcggagttcaggcagctgtgtgtaaa 1680 
Query: 1691 gacgtggaggctcctcaaatcaactgtcctaaggacatagaggctaagactctggaacag 17 50 

1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 

Sbjct : 1681 gacgtggaggctcctcaaatcaactgtcctaaggacatagaggctaagactctggaacag 1740 



Query: 1751 caagattctgccaatgttacctggcagattccaacagctaaagacaactctggtgaaaag 1810 

1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r i 1 1 1 1 1 1 

Sbjct : 1741 caagattctgccaatgttacctggcagattccaacagctaaagacaactctggtgaaaag 1800 



Query: 1811 gtgtcagtccacgttcatccagctttcaccccaccttaccttttcccagttggagatgtt 1870 

II IIMIIIIIIIIII lllllll MM IIMIII IIIIIIMI II IN 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 1801 gtgtcagtccacgttcatccagctttcaccccaccttaccttttcccaattggagatgtt 1860 
Query : 1871 gctatcgtatacacggcaactgacctatccggcaaccaggccagctgcattttccatatc 1930 

Mill MM lllllll MIMM lllllll IMIIIMIIMI II II I MM Ml MM I 

Sbjct : 1861 gctatcgtatacacggcaactgacctatccggcaaccaggccagctgcattttccatatc 1920 
Query: 1931 aaggttattgatgcagaaccacctgtcatagactggtgcagatctccacctcccgtccag 1990 

II 1 1 1 1 1 1 1 1 1 II 1 1 1 I II 1 1 1 1 1 1 1 1 II I II 1 1 1 II M 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 II 

Sbjct : 1921 aaggttattgatgcagaaccacctgtcatagactggtgcagatctccacctcccgtccag 1980 
Query: 1991 gtctcggagaaggtacatgccgcaagctgggatgagcctcagttctcagacaactcaggg 2050 

1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 ii ii ii ii 1 1 1 ii 1 1 ii ii ii 1 1 1 ii ii 1 1 1 1 1 ii 1 1 1 1 

Sbjct : 1981 gtctcggagaaggtacatgccgcaagctgggatgagcctcagttctcagacaactcaggg 2 04 0 
Query : 2051 gctgaattggtcattaccagaagtcatacacaaggagaccttttccctcaaggggagact 2110 

1 1 1 1 ii 1 1 ii 1 1 1 1 1 1 1 1 1 ii i ii ii ii ii 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 ii 1 1 1 ii 1 1 ii 1 1 1 

Sbjct: 2041 gctgaattggtcattaccagaagtcatacacaaggagaccttttccctcaaggggagact 2100 
Query : 2111 atagtacagtatacagccactgacccctcaggcaataacaggacatgtgatatccatatt 2170 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 2101 atagtacagtatacagccactgacccctcaggcaataacaggacatgtgatatccatatt 2160 
Query: 2171 gtcataaaaggttctccctgtgaaattccattcacacctgtaaatggggattttatatgc 223 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 2161 gtcataaaaggttctccctgtgaaattccattcacacctgtaaatggggattttatatgc 222 0 
Query: 2231 actccagataatactggagtcaactgtacattaacttgcttggagggctatgatttcaca 22 90 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 2221 actccagataatactggagtcaactgtacattaacttgcttggagggctatgatttcaca 2280 
Query: 22 91 gaagggtctactgacaagtattattgtgcttatgaagatggcgtctggaaaccaacatat 2350 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 2281 gaagggtctactgacaagtattattgtgcttatgaagatggcgtctggaaaccaacatat 2340 
Query: 2351 accactgaatggccagactgtgccaaaaaacgttttgctaaccacgggttcaagtccttt 2410 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Mill II 1 1 MM lllllll 

Sbj ct : 2341 accactgaatggccagactgtgccaaaaaacgttttgcaaaccacgggttcaagtccttt 2400 
Query: 2411 gagatgttctacaaagcagctcgttgtgatgacacagatctgatgaagaagttttctgaa 2470 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 2401 gagatgttctacaaagcagctcgttgtgatgacacagatctgatgaagaagttttctgaa 2460 



Query : 2471 gcatttgagacgaccctgggaaaaatggtcccatcattttgtagtgatgcagaggacatt 2530 

IIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI IIIIIMIIIIIII 

Sbjct: 2461 gcatttgagacgaccctgggaaaaatggtcccatcattttgtagtgatgcagaggacatt 2520 

Query : 2531 gactgcagactggaggagaacctgaccaaaaaatattgcctagaatataattatgactat 2590 

IIIIMIII lllllll INI llllllllll MM MIIIIIIIIMIIIIIIIIIIIMI 

Sbjct : 2521 gactgcagactggaggagaacctgaccaaaaaatattgcctagaatataattatgactat 2580 

Query: 2 591 gaaaatggctttgcaattggaccaggtggctggggtgcagctaataggctggattactct 2 65 0 

M MMMMMM M MM MMMMMMM MM MMMMMMMMMMM 

Sbj ct : 2581 gaaaatggctttgcaattggaccaggtggctggggtgcagctaataggctggattactct 2640 

Query: 2651 tacgatgacttcctggacactgtgcaagaaacagccacaagcatcggcaatgccaagtcc 2710 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 2641 tacgatgacttcctggacactgtgcaagaaacagccacaagcatcggcaatgccaagtcc 2700 



Query: 2711 tcacggattaaaagaagtgccccattatctgactataaaattaagttaatttttaacatc 2770 

1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 ! I 

Sbjct: 2701 tcacggattaaaagaagtgccccattatctgactataaaattaagttaatttttaacatc 2760 
Query: 2771 acagctagtgtgccattacccgatgaaagaaatgatacccttgaatgggaaaatcagcaa 2 83 0 

M MMMMMMMMM MMMMMMMMM MMMMMMM MM MM 

Sbj ct : 2761 acagctagtgtgccattacccgatgaaagaaatgatacccttgaatgggaaaatcagcaa 2820 
Query: 2831 cgactccttcagacattggaaactatcacaaataaactgaaaaggactctcaacaaagac 2890 

I M M 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 2821 cgactccttcagacattggaaactatcacaaataaactgaaaaggactctcaacaaagac 2880 
Query: 2 8 91 cccatgtattcctttcagcttgcatcagaaatacttatagccgacagcaattcattagaa 2 950 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 ! 

Sbjct: 2881 cccatgtattcctttcagcttgcatcagaaatacttatagccgacagcaattcattagaa 2940 
Query: 2 951 acaaaaaaggcttcccccttctgcagaccaggctcagtgctgagagggcgtatgtgtgtc 3010 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 2941 acaaaaaaggcttcccccttctgcagaccaggctcagtgctgagagggcgtatgtgtgtc 3000 
Query: 3 011 aattgccctttgggaacctattataatctggaacatttcacctgtgaaagctgccggatc 307 0 

MMMMMM MMMM MMMMMMMMM MMMMMMMMMMM 

Sbjct : 3001 aattgccctttgggaacctattataatctggaacatttcacctgtgaaagctgccggatc 3060 



Query : 3 071 ggatcc tat caagatgaagaagggcaact tgagtgcaagc t t tgcccc tc tgggatgtac 313 0 

MMMMMMMMMMMMMMMMMMMMMMMIMMMMMM I 

Sbjct : 3 061 ggatcc tatcaagatgaagaagggcaact tgagtgcaagc tt tgcccc tc tgggatgtac 312 0 



Query: 3131 acggaatatatccattcaagaaacatctctgattgtaaagctcagtgtaaacaaggcacc 3190 

III I lllllll III! II II MINIMUM III IIIMIIMII I III II MINI III 

Sbjct : 3121 acggaatatatccattcaagaaacatctctgattgtaaagctcagtgtaaacaaggcacc 3180 



Query: 3191 
Sbjct: 3181 



tactcatacagtggacttgagacttgtgaatcgtgtccactgggcacttatcagccaaaa 3250 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

tactcatacagtggacttgagacttgtgaatcgtgtccactgggcacttatcagccaaaa 3240 



Query : 
Sbjct : 



3251 



3241 



tttggttcccggagctgcctctcgtgtccagaaaacacctcaactgtgaaaagaggagcc 3310 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

tttggttcccggagctgcctctcgtgtccagaaaacacctcaactgtgaaaagaggagcc 33 00 



Query: 
Sbjct: 



3311 



3301 



gtgaacatttctgcatgtggagttccttgtccagaaggaaaattctcgcgttctgggtta 33 70 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

gtgaacatttctgcatgtggagttccttgtccagaaggaaaattctcgcgttctgggtta 33 60 



Query: 33 71 atgccctgtcacccatgtcctcgtgactattaccaacctaatgcagggaaggccttctgc 34 3 0 

1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 II 1 1 II I II 1 1 1 1 1 II M II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 

Sbj ct : 3361 atgccctgtcacccatgtcctcgtgactattaccaacctaatgcagggaaggccttctgc 3420 
Query: 3431 ctggcctgtcccttttatggaactaccccattcgctggttccagatccatcacagaatgt 3490 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 II I ! 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 3421 ctggcctgtcccttttatggaactaccccattcgctggttccagatccatcacagaatgt 3480 
Query: 34 91 tcaagttttagttcaactttctcagcggcagaggaaagtgtggtgccccctgcctctctt 3 550 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3481 tcaagttttagttcaactttctcagcggcagaggaaagtgtggtgccccctgcctctctt 3540 
Query: 3551 ggacatattaaaaagaggcatgaaatcagcagtcaggttttccatgaatgcttctttaac 3 610 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3541 ggacatattaaaaagaggcatgaaatcagcagtcaggttttccatgaatgcttctttaac 3600 
Query: 3611 ccttgccacaatagtggaacctgccagcaacttgggcgtggttatgtttgtctctgtcca 3670 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 3601 ccttgccacaatagtggaacctgccagcaacttgggcgtggttatgtttgtctctgtcca 3660 
Query: 3671 cttggatatacaggcttaaagtgtgaaacagacatcgatgagtgcagcccactgccttgc 373 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 3661 cttggatatacaggcttaaagtgtgaaacagacatcgatgagtgcagcccactgccttgc 3720 



Query: 3731 ctcaacaatggagtttgtaaagacctagttggggaattcatttgtgagtgcccatcaggt 3790 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3721 ctcaacaatggagtttgtaaagacctagttggggaattcatttgtgagtgcccatcaggt 3780 



Query: 3791 tacacaggtcagcggtgtgaagaaaatataaatgagtgtagctccagtccttgtttaaat 3 850 

III lllllll INI I llllllllllllll lllllllllll III MM MM lllllll II 

Sbjct: 3781 tacacaggtcagcggtgtgaagaaaatataaatgagtgtagctccagtccttgtttaaat 3840 
Query: 3 851 aaaggaatctgtgttgatggtgtggctggctatcgttgcacatgtgtgaaaggatttgta 3 910 

1 1 E 1 1 1 1 1 f 1 1 1 1 1 1 1 i 1 1 i I j I f 1 1 1 1 i f 1 1 1 1 M 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3841 aaaggaatctgtgttgatggtgtggctggctatcgttgcacatgtgtgaaaggatttgta 3900 
Query : 3 911 ggcctgcattgtgaaacagaagtcaatgaatgccagtcaaacccatgcttaaataatgca 3 970 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3901 ggcctgcattgtgaaacagaagtcaatgaatgccagtcaaacccatgcttaaataatgca 3960 
Query: 3 971 gtctgtgaagaccaggttgggggattcttgtgcaaatgcccacctggatttttgggtacc 4 03 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3961 gtctgtgaagaccaggttgggggattcttgtgcaaatgcccacctggatttttgggtacc 4020 
Query: 4 031 cgatgtggaaagaacgtcgatgagtgtctcagtcagccatgcaaaaatggagctacctgt 4 090 

1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 4021 cgatgtggaaagaacgtcgatgagtgtctcagtcagccatgcaaaaatggagctacctgt 4080 
Query: 4091 aaagacggtgccaatagcttcagatgcctgtgtgcagctggcttcacaggatcacactgt 4150 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 4081 aaagacggtgccaatagcttcagatgcctgtgtgcagctggcttcacaggatcacactgt 4140 
Query : 4151 gaattgaacatcaatgaatgtcagtctaatccatgtagaaatcaggccacctgtgtggat 4210 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 4141 gaattgaacatcaatgaatgtcagtctaatccatgtagaaatcaggccacctgtgtggat 4200 



Query: 4211 
Sbjct: 4201 



gaattaaattcatacagttgtaaatgtcagccaggattttcaggcaaaaggtgtgaaaca 4270 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 iiiiiiiiiiiiii 

gaattaaattcatacagttgtaaatgtcagccaggattttcaggccaaaggtgtgaaaca 42 60 



Query: 4271 
Sbjct: 4261 



gaacagtctacaggctttaacctggattttgaagtttctggcatctatggatatgtcatg 433 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

gaacagtctacaggctttaacctggattttgaagtttctggcatctatggatatgtcatg 432 0 



Query: 43 31 ctagatggcatgctcccatctctccatgctctaacctgtaccttctggatgaaatcctct 4390 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 4321 ctagatggcatgctcccatctctccatgctctaacctgtaccttctggatgaaatcctct 4 3 80 



Query: 43 91 
Sbjct: 4381 



gacgacatgaactatggaacaccaatctcctatgcagttgataacggcagcgacaatacc 4450 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 if 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

gacgacatgaactatggaacaccaatctcctatgcagttgataacggcagcgacaatacc 444 0 



Query: 4451 ttgctcctgactgattataacggctgggttctttatgtgaatggcagggaaaagataaca 

j E i 1 1 i 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 i i 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 j i i I J I i 1 1 1 1 J J 1 1 1 1 1 1 1 

Sbjct : 4441 ttgctcctgactgattataacggctgggttctttatgtgaatggcagggaaaagataaca 



4510 



4500 



Query: 4511 aactgtccctcggtgaatgatggcagatggcatcatattgcaatcacttggacaagtgcc 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 4501 aactgtccctcggtgaatgatggcagatggcatcatattgcaatcacttggacaagtgcc 



4570 



4560 



Query: 4571 aatggcatctggaaagtctatatcgatgggaaattatctgacggtggtgctggcctctct 4 63 0 

II III MM Mill 1 1 IIIIIIMMIIII IIIIMII III lllllll MM III Mill 

Sbjct : 4561 aatggcatctggaaagtctatatcgatgggaaattatctgacggtggtgctggcctctct 4620 



Query: 4631 gttggtttgcccatacctggtggtggtgcgttagttctggggcaagagcaagacaaaaaa 

II IIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Sbjct : 4621 gttggtttgcccatacctggtggtggtgcgttagttctggggcaagagcaagacaaaaaa 



4690 



4680 



Query: 4691 ggagagggattcagcccagctgagtcttttgtgggctccataagccagctcaacctctgg 475 0 

II Ml MM MM I II Ml I lllllll IMIIII lllllll lllllll MMIM Ml II 

Sbj ct : 4681 ggagagggattcagcccagctgagtcttttgtgggctccataagccagctcaacctctgg 4740 
Query : 4751 gactatgtcctgtctccacagcaggtgaagtcactggctacctcctgcccagaggaactc 4810 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 ( i i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ] 1 1 1 1 1 

Sbj ct : 4741 gactatgtcctgtctccacagcaggtgaagtcactggctacctcctgcccagaggaactc 4800 
Query: 4 811 agtaaaggaaacgtgttagcatggcctgatttcttgtcaggaattgtggggaaagtgaag 4 870 

Mill IIMIMIIMIIMMMMIIMMIIMMIMMMIMMMIMIIMI 

Sbj ct : 4801 agtaaaggaaacgtgttagcatggcctgatttcttgtcaggaattgtggggaaagtgaag 4860 
Query: 4 871 atcgattctaagagcatattttgttctgattgcccacgcttaggagggtcagtgcctcat 4 93 0 

1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 

Sbj ct : 4861 atcgattctaagagcatattttgttctgattgcccacgcttaggagggtcagtgcctcat 4920 
Query: 4931 ctgagaactgcatctgaagatttaaagccaggttccaaagtcaatctgttctgtgatcca 4990 

II III MM MM I II MM Illllllllll Ml MM Ml lllllll II II lllllll 

Sbjct: 4921 ctgagaactgcatctgaagatttaaagccaggttccaaagtcaatctgttctgtgatcca 4980 
Query : 4 991 ggcttccagctggtcgggaaccctgtgcagtactgtctgaatcaaggacagtggacacaa 5050 

II Illllllllll IIMIIIMMMIIMIIMMMMIMIMMMIIIMIMM 

Sbjct: 4981 ggcttccagctggtcgggaaccctgtgcagtactgtctgaatcaaggacagtggacacaa 5040 



Query: 5051 ccacttcctcactgtgaacgcattagctgtggggtgccacctcctttggagaatggcttc 5110 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 

Sbjct: 5041 ccacttcctcactgtgaacgcattagctgtggggtgccacctcctttggagaatggcttc 5100 



Query : 
Sbjct : 



5111 



5101 



cattcagccgatgacttctatgctggcagcacagtaacctaccagtgcaacaatggctac 5170 

llllllllllllll MIMMMMMMMIMIIMIMMMIMMMIMIMI 

cattcagccgatgacttctatgctggcagcacagtaacctaccagtgcaacaatggctac 5160 



Query: 5171 tatctattgggtgactcaaggatgttctgtacagataatgggagctggaacggcgtttca 5230 

1 1 J 1 1 1 i 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 J 1 1 J i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 1 1 1 ] 1 1 i I i E 1 1 i 

Sbjct : 5161 tatctattgggtgactcaaggatgttctgtacagataatgggagctggaacggcgtttca 5220 
Query: 52 31 ccatcctgccttgatgtcgatgagtgtgcagttggatcagattgtagtgagcatgcttct 52 90 

lllllllllllllll llllllllllll IIIIIIIIIIIMIIIIII IIIMIIMIIIII 

Sbjct : 5221 ccatcctgccttgatgtcgatgagtgtgcagttggatcagattgtagtgagcatgcttct 5280 



Query: 52 91 tgcctgaacgtagatggatcctacatatgttcatgtgtcccaccgtacacaggagatggg 53 50 

IMMlllll MMMIIMMMMMIMMMMMMIIMIMMMMIMM 

Sbjct: 5281 tgcctgaacgtagatggatcctacatatgttcatgtgtcccaccgtacacaggagatggg 5340 
Query: 5351 aaaaactgtgcagaacctataaaatgtaaggctccaggaaatccggaaaatggccactcc 5410 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 5341 aaaaactgtgcagaacctataaaatgtaaggctccaggaaatccggaaaatggccactcc 5400 
Query: 5411 tcaggtgagatttatacagtaggtgccgaagtcacattttcgtgtcaggaaggataccag 547 0 

Illlllllllllllllllllllllllll II IN IMMlllll II lllllll I MINI 

Sbjct : 5401 tcaggtgagatttatacagtaggtgccgcagtcacattttcgtgtcaggaaggataccag 5460 
Query: 54 71 ttgatgggagtaaccaaaatcacatgtttggagtctggagaatggaatcatctaatacca 553 0 

1 1 1 M 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 5461 ttgatgggagtaaccaaaatcacatgtttggagtctggagaatggaatcatctaatacca 5520 
Query: 5531 tattgtaaagctgtttcatgtggtaaaccggctattccagaaaatggttgcattgaggag 5590 

IIIMIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIMII IIMMIMI 

Sbj ct : 5521 tattgtaaagctgtttcatgtggtaaaccggctattccagaaaatggttgcattgaggag 5580 
Query: 5591 ttagcatttacttttggcagcaaagtgacatataggtgtaataaaggatatactctggcc 5650 

MIMIIMMIMIIIMMMIMIMMMIMIMIMMIIIIIIMIMI III 

Sbjct : 5581 ttagcatttacttttggcagcaaagtgacatataggtgtaataaaggatatactctggcc 5640 
Query: 5651 ggtgataaagaatcatcctgtcttgctaacagttcttggagtcattcccctcctgtgtgt 5710 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII MIMIIIII 

Sbjct : 5641 ggtgataaagaatcatcctgtcttgctaacagttcttggagtcattcccctcctgtgtgt 5700 



Query: 5711 gaaccagtgaagtgttctagtccggaaaatataaataatggaaaatatattttgagtggg 577 0 

IMIIII 1 1 1 llllllll MM II MMM IIIMM llllllll MM MM III I II 

Sbj ct : 5701 gaaccagtgaagtgttctagtccggaaaatataaataatggaaaatatattttgagtggg 5760 



Query: 5771 cttacctacctttctactgcatcatattcatgcgatacaggatacagcttacagggccct 583 0 

II II I IMIIII MM lllllll INI III llllilll lllllll Mlllll MINIM 

Sbjct : 5761 'cttacctacctttctactgcatcatattcatgcgatacaggatacagcttacagggccct 5820 
Query: 5831 tccattattgaatgcacggcttctggcatctgggacagagcgccacctgcctgtcacctc 5890 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 5821 tccattattgaatgcacggcttctggcatctgggacagagcgccacctgcctgtcacctc 5880 
Query : 5891 gtcttctgtggagaaccacctgccatcaaagatgctgtcattacggggaataacttcact 5950 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 !! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 5881 gtcttctgtggagaaccacctgccatcaaagatgctgtcattacggggaataacttcact 5940 
Query: 5951 ttcaggaacaccgtcacttacacttgcaaagaaggctatactcttgctggtcttgacacc 6010 

1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 i 1 1 1 1 

Sbjct : 5941 ttcaggaacaccgtcacttacacttgcaaagaaggctatactcttgctggtcttgacacc 6000 
Query: 6011 attgaatgcctggccgacggcaagtggagtagaagtgaccagcagtgcctggctgtctcc 6070 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 6001 attgaatgcctggccgacggcaagtggagtagaagtgaccagcagtgcctggctgtctcc 6060 
Query: 6071 tgtgatgagccacccattgtggaccacgcctctccagagactgcccatcggctctttgga 613 0 

II 1 1 1 1 1 1 1 M M 1 1 1 1 1 1 1 1 II I M 1 1 1 II M 1 1 II II M I II 1 1 1 II I II 1 1 1 1 II 1 1 

Sbj ct : 6061 tgtgatgagccacccattgtggaccacgcctctccagagactgcccatcggctctttgga 6120 
Query: 6131 gacattgcattc tact actgctctgatggttacagcctagcagacaattcccagctt etc 6190 

i ii i ii i ii 1 1 1 ii 1 1 ii i ii ii 1 1 ii 1 1 1 1 1 ii i ii ii i ii ii i ii 1 1 1 1 ii ii ii ii 

Sbjct : 6121 gacattgcattctactactgctctgatggttacagcctagcagacaattcccagcttctc 6180 
Query: 6191 tgcaatgcccagggcaagtgggtacccccagaaggtcaagacatgccccgttgtatagct 62 50 

Mill llllll I MM MMMMMIMIIMI MM Ml Mill II Illllllll II 

Sbjct : 6181 tgcaatgcccagggcaagtgggtacccccagaaggtcaagacatgccccgttgtatagct 6240 
Query: 6251 catttctgtgaaaaacctccatcggtttcctatagcatcttggaatctgtgagcaaagca 6310 

1 1 II 1 1 II II I II II I II 1 1 1 1 1 II I II 1 1 II I II 1 1 II I II 1 1 II II 1 1 1 1 II II 1 1 IE 

Sbj ct : 6241 catttctgtgaaaaacctccatcggtttcctatagcatcttggaatctgtgagcaaagca 6300 
Query: 6311 aaatttgcagctggctcagttgtgagctttaaatgcatggaaggctttgtactgaacacc 63 70 

1 1 II I II 1 1 II I II I II 1 1 1 1 M M I II 1 1 1 II II 1 1 II I II 1 1 II II II I II 1 1 II 1 1 1 

Sbjct : 6301 aaatttgcagctggctcagttgtgagctttaaatgcatggaaggctttgtactgaacacc 6360 
Query: 63 71 tcagcaaagattgaatgtatgagaggtgggcagtggaacccttcccccatgtccatccag 64 3 0 

II II I II I II 1 1 1 II II 1 1 1 1 1 1 II 1 1 II 1 1 II II 1 1 1 II I M 1 1 II I II I II II I M II 

Sbjct: 6361 tcagcaaagattgaatgtatgagaggtgggcagtggaacccttcccccatgtccatccag 6420 



Query : 6431 tgcatccctgtgcggtgtggagagccaccaagcatcatgaatggctatgcaagtggatca 64 90 

IIMMIMMMMMMMMMMMIMMIIIM MMMMMMIMIMM 

Sbjct : 6421 tgcatccctgtgcggtgtggagagccaccaagcatcatgaatggctatgcaagtggatca 6480 
Query: 6491 aactacagttttggagccatggtggcttacagctgcaacaaggggttctacatcaaaggg 6550 

MIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIII MIMIMII 

Sbjct : 6481 aactacagttttggagccatggtggcttacagctgcaacaaggggttctacatcaaaggg 654 0 
Query: 6551 gaaaagaagagcacctgcgaagccacagggcagtggagtagtcctataccgacgtgccac 6610 

MIMIMI MUM MIMIIMM III Mill MIIMIMMIMI MM III III 

Sbjct : 6541 gaaaagaagagcacctgcgaagccacagggcagtggagtagtcctataccgacgtgccac 6600 



Query: 6611 
Sbjct: 6601 



ccggtatcttgtggtgaaccacctaaggttgagaatggctttctggagcatacaactggc 6670 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

ccggtatcttgtggtgaaccacctaaggttgagaatggctttctggagcatacaactggc 6660 



Query: 6671 aggatctttgagagtgaagtgaggtatcagtgtaacccgggctataagtcagtcggaagt 673 0 

I ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 

Sbjct : 6661 aggatctttgagagtgaagtgaggtatcagtgtaacccgggctataagtcagtcggaagt 6720 

Query: 6731 cctgtatttgtctgccaagccaatcgccactggcacagtgaatcccctctgatgtgtgtt 6790 

i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 6721 cctgtatttgtctgccaagccaatcgccactggcacagtgaatcccctctgatgtgtgtt 6780 



Query: 
Sbjct: 



6791 



6781 



cctctcgactgtggaaaacctcccccgatccagaatggcttcatgaaaggagaaaacttt 6850 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 ij 1 1 1 1 1 1 1 1 1 1 

cctctcgactgtggaaaacctcccccgatccagaatggcttcatgaaaggagaaaacttt 684 0 



Query: 6851 gaagtagggtccaaggttcagtttttctgtaatgagggttatgagcttgttggtgacagt 6910 

I II 1 1 1 1 . 1 1 1 II 1 1 1 1 ' 1 1 1 1 1 1 1 1: III 1 1 1 III 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 

Sbjct : 6841 gaagtagggtccaaggttcagtttttctgtaatgagggttatgagcttgttggtgacagt 6900 



Query: 
Sbjct : 



6911 



6901 



tcttggacatgtcagaaatctggcaaatggaataagaagtcaaatccaaagtgcatgcct 697 0 

M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 M t M 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II M 1 1 1 1 

tcttggacatgtcagaaatctggcaaatggaataagaagtcaaatccaaagtgcatgcct 6960 



Query: 
Sbjct: 



6971 



6961 



gccaagtgcccagagccgcccctcttggaaaaccagctagtattaaaggagttgaccacc 703 0 

MMIMIMMMMMMIMMIIIIIIMI MMIIMMMIMMMIIIIMI 

gccaagtgcccagagccgcccctcttggaaaaccagctagtattaaaggagttgaccacc 702 0 



Query: 7031 gaggtaggagttgtgacattttcctgtaaagaagggcatgtcctgcaaggcccctctgtc 7090 

IIIIMMIMMMMIMMIMMIIIIMI MIIMIMMMIIIIMIIIMM 

Sbjct : 7021 gaggtaggagttgtgacattttcctgtaaagaagggcatgtcctgcaaggcccctctgtc 7080 



Query : 7091 ctgaaatgcttgccatcccagcaatggaatgactctttccctgtttgtaagattgttctt 7150 

III MM IIIIIIMII III IIIIIIIIIMIIMII IIMIIIIIMII llllllllll 

Sbjct : 7081 ctgaaatgcttgccatcccagcaatggaatgactctttccctgtttgtaagattgttctt 7140 
Query : 7151 tgtaccccacctcccctaatttcctttggtgtccccattccttcttctgctcttcatttt 7210 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 i 1 1 1 1 1 1 

Sbjct : 7141 tgtaccccacctcccctaatttcctttggtgtccccattccttcttctgctcttcatttt 7200 
Query: 7211 ggaagtactgtcaagtattcttgtgtaggtgggtttttcctaagaggaaattctaccacc 7270 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 7201 ggaagtactgtcaagtattcttgtgtaggtgggtttttcctaagaggaaattctaccacc 7260 
Query: 7271 ctctgccaacctgatggcacctggagctctccactgccagaatgtgttccagtagaatgt 7330 

1 1 1 1 1 1 M 1 1 II 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 II I II 1 1 1 1 1 II 1 1 1 II I II 1 1 1 II I II I 

Sbjct : 7261 ctctgccaacctgatggcacctggagctctccactgccagaatgtgttccagtagaatgt 7320 
Query: < 7331 ccccaacctgaggaaatccccaatggaatcattgatgtgcaaggccttgcctatctcagc 7390 

II II 1 1 II I II 1 1 1 1 II 1 1 II I II 1 1 II II 1 1 1 II II II II 1 1 1 1 1 II M I II II I II I 

Sbj ct : 7321 ccccaacctgaggaaatccccaatggaatcattgatgtgcaaggccttgcctatctcagc 7380 
Query: 73 91 acagctctctatacctgcaagccaggctttgaattggtgggaaatactaccaccctttgt 7450 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ; 1 1 ; 1 1 1 1 1 1 1 1 1 1 [ 1 1 1 E 1 1 [[ 1 1 1 1 1 1 1 1 1 1 ! I E I [ 1 1 1 1 1 

Sbj ct : 7381 acagctctctatacctgcaagccaggctttgaattggtgggaaatactaccaccctttgt 7440 
Query: 7451 ggagaaaatggtcactggcttggaggaaaaccaacatgtaaagccattgagtgcctgaaa 7510 

1 1 II 1 1 1 1 1 II 1 1 II 1 1 1 1 M 1 1 1 1 1 1 1 II I M II 1 1 1 1 II I II 1 1 1 II 1 1 1 II 1 1 M I 

Sbjct : 7441 ggagaaaatggtcactggcttggaggaaaaccaacatgtaaagccattgagtgcctgaaa 7500 
Query: 7511 cccaaggagattttgaatggcaaattctcttacacggacctacactatggacagaccgtt 7570 

II 1 1 II 1 1 1 1 1 II I II 1 1 1 II II I II I M I II II II I II 1 1 M 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 7501 cccaaggagattttgaatggcaaattctcttacacggacctacactatggacagaccgtt 7560 
Query: 7571 acctactcttgcaaccgaggctttcggctcgaaggtcccagtgccttgacctgtttagag 763 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 7561 acctactcttgcaaccgaggctttcggctcgaaggtcccagtgccttgacctgtttagag 7620 
Query: 7631 acaggtgattgggatgtagatgccccatcttgcaatgccatccactgtgattccccacaa 7690 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 7621 acaggtgattgggatgtagatgccccatcttgcaatgccatccactgtgattccccacaa 7680 



Query: 7691 cccattgaaaatggttttgtagaaggtgcagattacagctatggtgccataatcatctac 7750 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E I 

Sbjct : 7681 cccattgaaaatggttttgtagaaggtgcagattacagctatggtgccataatcatctac 7740 



Query: 7751 agttgcttccctgggtttcaggtggctggtcatgccatgcagacctgtgaagagtcagga 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiiiiiii 

Sbjct : 7741 agttgcttccctgggtttcaggtggctggtcatgccatgcagacctgtgaagagtcagga 



7810 



7800 



Query: 7811 tggtcaagttccatcccaacatgtatgccaatagactgtggcctccctcctcatatagat 7 870 

II llllllllllllll IIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMIIIIIIIIII 

Sbjct : 7801 tggtcaagttccatcccaacatgtatgccaatagactgtggcctccctcctcatatagat 7860 



Query: 7871 tttggagactgtactaaactcaaagatgaccagggatattttgagcaagaagacgacatg 

MIMMMMMMIMMMMMIMIMMMMMIMM MMIMMIMM 

Sbjct : 7861 tttggagactgtactaaactcaaagatgaccagggatattttgagcaagaagacgacatg 



7930 



7920 



Query: 7931 atggaagttccatatgtgactcctcaccctccttatcatttgggagcagtggctaaaacc 7 990 

llllllllllllllll IIIIIIIIIIIIIIIMIIIIIIIIIIII llllllllllllll 

Sbjct : 7921 atggaagttccatatgtgactcctcaccctccttatcatttgggagcagtggctaaaacc 7 980 
Query: 7991 tgggaaaatacaaaggagtctcctgctacacattcatcaaactttctgtatggtaccatg 8050 

MMMMIMMMIMMMMMiMMIMMMMIMM IMIIII lllllll 

Sbjct : 7981 tgggaaaatacaaaggagtctcctgctacacattcatcaaactttctgtatggtaccatg 8040 
Query : 8051 gtttcatacacctgtaatccaggatatgaacttctggggaaccctgtgctgatctgccag 8110 

IIIIIMIIIIIIIIIIMIIIIIIMIIIIIIMIIIIIIIIII lllllll llllllll 

Sbjct : 8041 gtttcatacacctgtaatccaggatatgaacttctggggaaccctgtgctgatctgccag 8100 
Query : 8111 gaagatggaacttggaatggcagtgcaccatcctgcatttcaattgaatgtgacttgcct 8170 

IIIIIMIIIMII 1 1 INI lllllll III INI MM III lllllll INI III Mill 

Sbj ct : 8101 gaagatggaacttggaatggcagtgcaccatcctgcatttcaattgaatgtgacttgcct 8160 
Query: 8171 actgctcctgaaaatggctttttgcgttttacagagactagcatgggaagtgctgtgcag 823 0 

IIIIIIMIIIIIIIIIMIIIIIMIIII lllllllllll lllllllllll lllllll 

Sbjct: 8161 actgctcctgaaaatggctttttgcgttttacagagactagcatgggaagtgctgtgcag 8220 
Query: 8231 tatagctgtaaacctggacacattctagtgggctctgacttaaggctttgtctagagaat 8290 

II III MM Mill 1 1 MM III Mill MM MM III III I III MM III MM I 

Sbjct: 8221 tatagctgtaaacctggacacattctagcaggctctgacttaaggctttgtctagagaat 8280 
Query: 82 91 agaaagtggagtggtgcctccccacgctgtgaagccatttcatgcaaaaagccaaatcca 83 5 0 

MMMMIMMMMMMMMIIMIMMMMMMMMMIIIIMI MM 

Sbjct : 8281 agaaagtggagtggtgcctccccacgctgtgaagccatttcatgcaaaaagccaaatcca 8340 



Query: 83 51 gtcatgaatggatccatcaaaggaagcaactacacatacctgagcacgttgtactatgag 8410 

Mill IMIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIIIIIII 

Sbjct: 8341 gtcatgaatggatccatcaaaggaagcaactacacatacctgagcacgttgtactatgag 8400 



Query: 8411 tgtgaccccggatatgtgctgaatggcactgagaggagaacatgccaggatgacaaaaac 8470 

MIMMMMIMM MIMMIIMIIMIMMIMMMIIMMIMIMMM 

Sbjct : 8401 tgtgaccccggatatgtgctgaatggcactgagaggagaacatgccaggatgacaaaaac 8460 



Query : 
Sbjct: 



8471 



8461 



tgggatgaggatgagcccatttgcattcctgtggactgcagttcacccccagtctcagcc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiiiiiiiiiiiiiiiiiiiiiiiii 

tgggatgaggatgagcccatttgcattcctgtggactgcagttcacccccagtctcagcc 



8530 



8520 



Query: 8531 aatggccaggtgagaggagacgagtacacattccaaaaagagattgaatacacttgcaat 8590 

llllllllllllllll MIIIIIIMIMIIIIMIIIIIIIIIMIMIIMIIIIIIl 

Sbjct : 8521 aatggccaggtgagaggagacgagtacacattccaaaaagagattgaatacacttgcaat 8580 
Query: 8591 gaagggttcttgcttgagggagccaggagtcgggtttgtcttgccaatggaagttggagt 8650 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 8581 gaagggttcttgcttgagggagccaggagtcgggtttgtcttgccaatggaagttggagt 8640 
Query: 8651 ggagccactcccgactgtgtgcctgtcagatgtgccaccccgccacaactggccaatggg 8710 

IIIIIIIMIIMIII IIIIIIIIIIIIIIIMIIIIIIMIIIMMIIIIIIIIIIII 

Sbjct : 8641 ggagccactcccgactgtgtgcctgtcagatgtgccaccccgccacaactggccaatggg 8700 
Query: 8711 gtgacggaaggcctggactatggcttcatgaaggaagtaacattccactgtcatgagggc 8770 

II MIIIIMIII II I III I III MM IMMIMIIMII MM III INI II MINI 

Sbjct : 8701 gtgacggaaggcctggactatggcttcatgaaggaagtaacattccactgtcatgagggc 8760 
Query: 8771 tacatcttgcacggtgctccaaaactcacctgtcagtcagatggcaactgggatgcagag 883 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 ti m 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 8761 tacatcttgcacggtgctccaaaactcacctgtcagtcagatggcaactgggatgcagag 8820 
Query: 8831 attcctctctgtaaaccagtcaactgtggacctcctgaagatcttgcccatggtttccct 8890 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 8821 attcctctctgtaaaccagtcaactgtggacctcctgaagatcttgcccatggtttccct 8880 
Query: 88 91 aatggtttttcctttattcatgggggccatatacagtatcagtgctttcctggttataag 8950 

1 1 1 1 1 1 i 1 1 E I i 1 1 1 1 1 1 1 1 1 1 J 1 1 i 1 1 1 1 1 f 1 i i i J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 

Sbjct : 8881 aatggtttttcctttattcatgggggccatatacagtatcagtgctttcctggttataag 8940 
Query: 8951 ctccatggaaattcatcaagaaggtgcctctccaatggctcctggagtggcagctcacct 9010 

1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 II I ti 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 8941 ctccatggaaattcatcaagaaggtgcctctccaatggctcctggagtggcagctcacct 9000 



Query: 9011 tcctgcctgccttgcagatgttccacaccagtaattgaatatggaactgtcaatgggaca 9070 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 9001 tcctgcctgccttgcagatgttccacaccagtaattgaatatggaactgtcaatgggaca 9060 



Query: 
Sbjct : 



9071 



9061 



gattttgactgtggaaaggcagcccggattcagtgcttcaaaggcttcaagctcctagga 

MINIM III llll III IIMNI lllilll llllllilllllll Ml MM lllllll 

gattttgactgtggaaaggcagcccggattcagtgcttcaaaggcttcaagctcctagga 



9130 



9120 



Query: 

Sbjct: 



9131 



9121 



ctttctgaaatcacctgtgaagccgatggccagtggagctctgggttcccccactgtgaa 9190 

1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 

ctttctgaaatcacctgtgaagccgatggccagtggagctctgggttcccccactgtgaa 918 0 



Query: 
Sbjct: 



9191 



9181 



cacacttcttgtggttctcttccaatgataccaaatgcgttcatcagtgagaccagctct 9250 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

cacacttcttgtggttctcttccaatgataccaaatgcgttcatcagtgagaccagctct 924 0 



Query : 92 51 tggaaggaaaatgtgataacttacagctgcaggtctggatatgtcatacaaggcagttca 9310 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 9241 tggaaggaaaatgtgataacttacagctgcaggtctggatatgtcatacaaggcagttca 9300 
Query : 9311 gate tgatttgtacagagaaaggggtatggagccagcct tat ccagtctgtgagcccttg 93 7 0 

M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f I M 1 1 1 1 1 II 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 

Sbjct: 9301 gatctgatttgtacagagaaaggggtatggagccagccttatccagtctgtgagcccttg 9360 
Query: 93 71 tcctgtgggtccccaccgtctgtcgccaatgcagtggcaactggagaggcacacacctat 9430 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 N I 

Sbjct : 9361 tcctgtgggtccccaccgtctgtcgccaatgcagtggcaactggagaggcacacacctat 9420 
Query: 9431 gaaagtgaagtgaaactcagatgtctggaaggttatacgatggatacagatacagataca 9490 

1 1 1 II I I II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II III 1 1 Ml 1 1 1 1 llll MM I II I i 1 1 1 I II 

Sbjct : 9421 gaaagtgaagtgaaactcagatgtctggaaggttatacgatggatacagatacagataca 9480 
Query: 9491 ttcacctgtcagaaagatggtcgctggttccctgagagaatctcctgcagtcctaaaaaa 9550 

1 1 1 i 1 1 1 1 M 1 1 1 1 1 ti 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 i 1 1 

Sbjct : 9481 ttcacctgtcagaaagatggtcgctggttccctgagagaatctcctgcagtcctaaaaaa 9540 
Query: 9551 tgtcctctcccggaaaacataacacatatacttgttcatggggacgatttcagtgtgaat 9610 

Mill I MINIMI III MMMI MM III MIMII MM Ml lllllll Ml MM 

Sbjct : 9541 tgtcctctcccggaaaacataacacatatacttgttcatggggacgatttcagtgtgaat 9600 
Query: 9611 aggcaagtttctgtgtcatgtgcagaagggtatacctttgagggagttaacatatcagta 9670 

I llll NIIIIMM MIMIIIMININIMM III NUN! INN III INN 

Sbj ct : 9601 aggcaagtttctgtgtcatgtgcagaagggtatacctttgagggagttaacatatcagta 9660 



Query: 9671 tgtcagcttgatggaacctgggagccaccattctccgatgaatcttgcagtccagtttct 973 0 

I llllllllllllll MIINMIMMIMINN ININIMI INN Illlllll 

Sbjct : 9661 tgtcagcttgatggaacctgggagccaccattctccgatgaatcttgcagtccagtttct 9720 



Query: 9731 tgtgggaaacctgaaagtccagaacatggatttgtggttggcagtaaatacacctttgaa 9790 

IIIIIIIIIIIIIMIIIIIIIIIMIIIIIIIIIIIIIMIIIIII IIIMIIIIIIII 

Sbjct : 9721 tgtgggaaacctgaaagtccagaacatggatttgtggttggcagtaaatacacctttgaa 9780 



Query : 
Sbjct : 



9791 



9781 



agcacaattatttatcagtgtgagcctggctatgaactagaggggaacagggaacgcgtc 9850 

1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 i 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 mi 

agcacaattatttatcagtgtgagcctggctatgaactagaggggaacagggaacgtgtc 9840 



Query : 9851 tgccaggagaacagacagtggagtggaggggtggcaatatgcaaagagaccaggtgtgaa 9910 

IIIIIIMIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIIIIIIII IIIIIMMIMI 

Sbjct 9841 tgccaggagaacagacagtggagtggaggggtggcaatatgcaaagagaccaggtgtgaa 9900 

Query: 9911 actccacttgaatttctcaatgggaaagctgacattgaaaacaggacgactggacccaac 9970 

1 1 1 1 1 1 1 [ 1 1 1 1 1 1 1 1 1 1 1 M I j 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 M I II I ! 1 1 1 [[ 1 1 1 1 f M I 

Sbjct: 9901 actccacttgaatttctcaatgggaaagctgacattgaaaacaggacgactggacccaac 9960 

Query : 9971 gtggtatattcctgcaacagaggctacagtcttgaagggccatctgaggcacactgcaca 10030 

IMIIIIIIMIIIIIIIIIIIIIMIIIIIIIIIMIIIIIIIIII IIMIIIMIMI 

Sbjct : 9961 gtggtatattcctgcaacagaggctacagtcttgaagggccatctgaggcacactgcaca 10020 

Query : 10031 gaaaatggaacctggagccacccagtccctctctgcaaaccaaatccatgccctgttcct 10090 

IIIIIIMIIIMIMIIIII MIMIIIIIMIIIMMIIIIIIIIIIIIIMIIMI 

Sbjct: 10021 gaaaatggaacctggagccacccagtccctctctgcaaaccaaatccatgccctgttcct 10080 

Query: 10091 tttgtgattcccgagaatgctctgctgtctgaaaaggagttttatgttgatcagaatgtg 10150 

IIIIIIIIIIIIIIIMIIII IIIIIIIIIMMIIMII1IIIIIIIIIIIIII1IIII 

Sbjct: 10081 tttgtgattcccgagaatgctctgctgtctgaaaaggagttttatgttgatcagaatgtg 10140 

Query: 10151 tccatcaaatgtagggaaggttttctgctgcagggccacggcatcattacctgcaacccc 10210 

III MINI! Ml I II Mill II II MM IMIIIIIMI INI I II INI MINIMI 

Sbjct : 10141 tccatcaaatgtagggaaggttttctgctgcagggccacggcatcattacctgcaacccc 10200 

Query: 10211 gacgagacgtggacacagacaagcgccaaatgtgaaaaaatctcatgtggtccaccagct 10270 

MIMIMIIIIMIIIIIMMMIIIMIIIIIIIIII IIIIIIMIMIIIIIIIII 

Sbjct : 10201 gacgagacgtggacacagacaagcgccaaatgtgaaaaaatctcatgtggtccaccagct 10260 

Query: 102 71 cacgtagaaaatgcaattgctcgaggcgtacattatcaatatggagacatgatcacctac 103 30 

MIMMIMMMIIIIIM IIIIIIIIIIMIIIIIMIIIIIIIIMIIIIIIIIII 

Sbjct: 10261 cacgtagaaaatgcaattgctcgaggcgtacattatcaatatggagacatgatcacctac 10320 



Query: 10331 tcatgttacagtggatacatgttggagggtttcctgaggagtgtttgtttagaaaatgga 103 90 

III lllllllllll MM Ml MM MMMIIIIIMM MM II llllllllllllll 

Sbjct: 10321 tcatgttacagtggatacatgttggagggtttcctgaggagtgtttgtttagaaaatgga 10380 



Query: 10391 acatggacatcacctcctatttgcagagctgtctgtcgatttccatgtcagaatgggggc 10450 

1 1 1 i 1 ! 1 1 1 ! 1 1 1 1 1 [ I j 1 1 1 1 1 1 i 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 i 1 1 1 ! I 

Sbj ct : 10381 acatggacatcacctcctatttgcagagctgtctgtcgatttccatgtcagaatgggggc 10440 
Query: 10451 atctgccaacgcccaaatgcttgttcctgtccagagggctggatggggcgcctctgtgaa 10510 

III IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIMIIIMII! 

Sbj ct : 10441 atctgccaacgcccaaatgcttgttcctgtccagagggctggatggggcgcctctgtgaa 10500 
Query: 10511 gaaccaatctgcattcttccctgtctgaacggaggtcgctgtgtggccccttaccagtgt 10570 

llllllllll IIIIIIIIIIIIIIIIIIIIIIIMIIIIIIII lllllllllllllllll 

Sbjct: 10501 gaaccaatctgcattcttccctgtctgaacggaggtcgctgtgtggccccttaccagtgt 10560 
Query : 10571 gactgcccgcctggctggacggggtctcgctgtcatacagctgtttgccagtctccctgc 10630 

IMIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIII IIIIEIIIIIMIIIII 

Sbjct : 10561 gactgcccgcctggctggacggggtctcgctgtcatacagctgtttgccagtctccctgc 10620 
Query: 10631 ttaaatggtggaaaatgtgtaagaccaaaccgatgtcactgtctttcttcttggacggga 10690 

I II III INI II Mill lllllllllllllll MM II Mill MM II II MM Mill 

Sbjct: 10621 ttaaatggtggaaaatgtgtaagaccaaaccgatgtcactgtctttcttcttggacggga 10680 
Query: 10691 cataactgttccaggaaaaggaggactgggttttaa 10726 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 

Sbjct: 10681 cataactgttccaggaaaaggaggactgggttttaa 10716 



